CLAIMS AMENDMENTS 



Please cancel claims 32 and 33 without prejudice. 
Please amend the claims as follows: 



Claims 1-28 (cancelled) . 

29. (currently amended) An isolated oligonucleotide hybridizable under stringent conditions^ 
corresponding to 40% formamide with 5x or 6x SSC to the nucleic acid molecule encoding on 
expression a soluble leptin receptor polypeptide selected from the group consisting of: 

a. a DNA molecule of SEQ ID NO: l,3,5,7, or 9; 

b. a DNA molecule complementary to the DNA molecule defined in (a); 

c. a DNA molecule which is amplifiable identifiabl e with a polymerase chain 
reaction (PCR) probe selected from group consisting of a probe for clone 7 (forward primer SEQ 
ID NO:42 and reverse primer SEQ ID NO:43), a probe for clone 1 1 (forward primer SEQ ID 
NO:44 and reverse primer SEQ ID NO:45), and both clone 7 and clone 11; and 

d. a DNA molecule that codes on expression for the soluble leptin receptor 
polypeptide encoded by any of the foregoing DNA molecules. 

30. (currently amended) An isolated oligonucleotide hybridizable under stringent conditions^ 
corresponding to 40% formamide with 5x or 6x SSC to the nucleic acid molecule which codes 
on expression for a soluble leptin receptor polypeptide selected from the group consisting of: 

a. a soluble leptin receptor selected from the group consisting of OB Ra (SEQ ED 
NO:2), OB Rb (SEQ ID NO:1), OB Rc (SEQ ID N 0:6), OB Rd (SEQ ID NO:8), and OB-Re 
(SEQ ID NO: 10), or allelic variants thereof; and 

b. a leptin receptor comprising amino acids 28-805 of SEP ID NO: 10. sel e cted from 
the group consisting of: 

i-. N terminal corresponding to OB Ra through Lys m and C terminal 

corresponding to a C terminal sel e cted from the group consisting of OB Rb after Lys m (SEQ ID 
NO:86), OB Rc after Lys *^ (SEQ ID NO:87), and OB Rd after Lyo^SEQ ID NO:88); 

ii- N terminal corr e sponding to OB Rb or OB Rc through Lys^ ^-aftd 

C terminal corresponding to OB Ra after Lyo * 8 * (SEQ ID NO:89,90) or OB Rd after Lys889 
(SEQIDNO:91,92); 

mz N terminal corr e sponding to OB Rd through Lys* 89 , and C terminal 
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corresponding to OB Ra aftor Lys* 8 9 (SEQ ID NO:93), OB Rb aftor Lys* * 9 (SEQ ID NO:91), or 
OB Rc after Lys^SEQ ID NO:95); 

N terminal corresponding to SEQ ID NO:8 4 from Pro 6 64 4e 

fcys 88 9 , and C terminal corrooponding to OB Ra after Lys^SEQ ID NO:96), OB Rb aftor 
fcys ^SEQ ID NO:97), OB Rc aftor Lys 8 8 9 (SEQ ID NO:98), or OB Rd aftor Lyo m -<SEQ-B 
NO:99); 

v-. N terminal corresponding to SEQ ID NO:81 from M e t^ -te 

fcys 88 9 , and C terminal corresponding to OB Ra after Lys^SEQ ID NO: 100), OB Rb after 
fcys 88 9 (SEQ ID NO: 101), OB Rc after Lys 8 8 9 (SEQ ID NO: 102), or OB Rd 
after Lys^SEQ ID NO: 103); 



vir N t e rminal selected from th e group consisting of OB Ra, OB Rb, OB Rd, 
and SEQ ID NO:81 from Pro 6 6 4 through His 7 9 6 , and OB Re from His m -{SEQjP 
NO:104, 105,106 and 107); and 

vih N terminal corresponding to SEQ ID NO:81 from M e t^ -te 

His 79 6 , and OB Re from His^SEQ ID NO: 108); 



a leptin receptor wherein 

h the N terminal s e qu e nce is selected from th e group consisting of 

(i) amino acid residues 1 889 (SEQ ID NO: 109); 

(2) amino acid residues 23 889(SEQ ID NO:l 10); 

(3) amino acid residues 28 889 (SEQ ID NO: 1 1 1); 

(4} amino acid residues 133 889 (SEQ ID NO:112); 

(5) amino acid residues 733 889 (SEQ ID NO:113); 

(6) amino acid residues 1 796 (SEQ ID NO:l 11); 

(?) amino acid residues 23 796 (SEQ ID NO: 115); 

(8) amino acid residues 28 796 (SEQ ID NO: 116); 

(9) amino acid r e sidues 28 796 pr e c e d e d by an N t e rminal Asp Pro 

dipoptido (SEQ ID NO:l 17); 

(10) amino acid residues 133 796 (SEQ ID NO: 118); and 

(11) amino acid residues 733 796 (SEQ ID NO: 1 19); and 

ik th e C terminal sequence is selected from th e group consisting of 



m- 

(3)_ 


SEQIDNO:ll; 
SEQ ID NO: 12; 





SEQIDNO:13; 



-(4) SEQ ID NO: 11 



-and 



SEQ ID NO: 15 aft e r His^SEQ ID NO: 120); 



4-. a l e ptin r e ceptor having an amino acid sequ e nc e se l e ct e d from the group 

consisting of 



4 



h Asp Arg Tip Gly Ser Tyr^ (SEQ ID NO:77) > Pro w (SEQ ID 

NO:121,122); 

h-: Asp Arg Trp Gly Ser Ser 4 4 * (SEQ ID NO:78) > Fro 64 * (SEQ ID 

NO:123,121); 

«h Aop Arg Trp Gly Ser Leu 4 ^ (SEQ ID NO:79) >Val m (SEQ ID 

NO: 125,126); and 

e-. a leptin rec e ptor as described in (a) (d) abov e in which a cysteine is 

substituted with an amino acid select e d from the group consisting of s e rin e , thr e onine, and 
alanine; 

wher e in tho numbering is based on the amino acid sequence of SEQ ID :84. 

31. (currently amended) An isolated oligonucleotide hybridizable under stringent conditionSi 
corresponding to 40% formamide with 5x or 6x SSC, to the nucleic acid molecule having a 
nucleotide sequence corresponding or complementary to the DNA sequence set forth in SEQ ID 
NO: l,3,5,7or 9. 

Claims 32- 66 (cancelled) 

67. (withdrawn and currently amended) A method for diagnosing body weight abnormalities 
in a mammal comprising detecting splice variants of soluble leptin receptor OB-R in a patient 
sample comprising contacting a sample suspected of containing splice variants of soluble leptin 
receptor OB-R with an oligonucleotide hybridizable under stringent conditions , corresponding to 
40% formamide with 5x or 6x SSC, to the nucleic acid molecule which codes on expression for 
a soluble leptin receptor polypeptide selected from the group consisting of: 
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a. a leptin receptor selected from the group consisting of OB Ra, OB Rb, 
OB Rc, OB Rd, and OB-Re (SEP ID NO: 10) , or allelic variants thereof; and 

b. a leptin receptor comprising amino acids 28-805 of SEP ID NO: 10. 
sel e cted from th e group consisting of: 

h N terminal corresponding to OB Ra through Lys m and C t e rminal corresponding to a C 

terminal selected from the group consisting of OB Rb, OB Rc, and OB Rd after Lys^ t 
N terminal corresponding to OB Rb or OB Rc through Lys m , and C terminal 

corr e sponding to OB Ra or OB Rd after Lys^ t 
Oh N terminal corresponding to OB Rd through Lys m , and C terminal corresponding to 

OB Ra, OB Rb, or OB Rc after Lyo w t 
w-. N terminal corresponding to SEQ ID NO:55 from Pro 6 64 4e4^y& gg9 , and C terminal 

corresponding to OB Ra, OB Rb, OB Rc, or OB Rd after Lys^ t 
N terminal corresponding to SEQ ID NO:55 from M e t^ -fee-Lys** 9 , and C terminal 

corresponding to OB Ra, OB Rb, OB Rc, or OB Rd after Lys^ t 
¥h N terminal selected from the group consisting of OB Ra, OB Rb, OB Rd, and SEQ ID 

NO:55 from Pro 6 6 4 through His m , and OB Re from His^ ^-aftd 
vii, N terminal corresponding to SEQ ID NO:55 from Met^ 4e4fo m , and OB Re from 

& a leptin receptor wher e in 

h th e N terminal sequ e nce is sel e cted from the group consisting of 

(1) amino acid residues 1 889; 
(3) amino acid residues 23 889; 

(3) amino acid residues 28 889; 

(4) amino acid residues 133 889; 

(§) amino acid residues 733 889; 

(6) amino acid residues 1 796; 

£7) amino acid residues 23 796; 

(8} amino acid residu e s 28 796; 

(9) amino acid residu e s 28 796 pr e c e ded by an N terminal Asp Pro dipeptide; 

(±0) — amino acid residues 133 796; and 
£14} — amino acid residues 733 796; and 



iir th e C terminal sequ e nce is select e d from th e group consisting of 

& SEQ ID NO: 11; 

0) SEQ ID NO: 12; 

<3} SEQ ID NO: 13; 

(4) SEQ ID NO: 11; and 

— SEQ ID NO: 15 after His^ t 

a leptin r e ceptor having an amino acid sequenc e selected from the group consisting of 

h Asp Arg Trp Gly Ser Tyr 4 5 0 (SEQ ID NO:77) > Pro^ t 

ii^ Asp Arg Trp Gly Ser Sor m (SEQ ID NO:78) >Pro^ 

&r. Asp Arg Trp Gly Ser Leu 4 ^ (SEQ ID NO:79) > VaP Vand 

4: a leptin r e ceptor as described in (a) (d) above in which a cyst e ine is substitut e d with an 

amino acid selected from th e group consisting of serin e , thr e onine, and alanine; 

wherein the numbering is based on th e amino acid sequenc e of SEQ ID NO:55. 
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68. (withdrawn and currently amended) A method for diagnosing body weight 
abnormalities in a mammal comprising detecting splice variants of soluble leptin receptor 
OB-R in a patient sample comprising contacting a sample suspected of containing splice 
variants of soluble leptin receptor OB-R with an oligonucleotide hybridizable under 
stringent conditions , corresponding to 40% formamide with 5x or 6x SSC, to the nucleic 
acid molecule which codes on expression for a polypeptide selected from the group 
consisting of SEQ ID NOS: 2. 4. 6, 8 and 10 . or allelic variants thereof . 

69. (withdrawn and currently amended) A method for measuring the expression of 
splice variants of soluble leptin receptor OB-R in a patient sample comprising contacting 
a sample suspected of containing splice variants of soluble leptin receptor OB-R with a 
oligonucleotide hybridizable under stringent conditions , corresponding to 40% 
formamide with 5x or 6x SSC, to the nucleic acid molecule which codes on expression 
for a polypeptide selected from the group consisting of: 

a. a leptin receptor selected from the group consisting of OB Ra, OB Rb, 
OB Rc, OB Rd, and OB-Re (SEP ED NO: 10) , or allelic variants thereof; and 

b. a leptin receptor comprising amino acids 28-805 of SEP ID NO: 10. 
sel e cted from the group consisting of: 

i, N terminal corresponding to OB Ra through Lys m and C terminal corresponding to a C 

terminal selected from the group consisting of OB Rb, OB Rc, and OB Rd after Lys m t 

ii, N t e rminal corresponding to OB Rb or OB Rc through Lys m , and C t e rminal 

corresponding to OB Ra or OB Rd after Lys m f 

iii, N terminal corresponding to OB Rd through Lys m , and C terminal corresponding to 
OB Ra, OB Rb, or OB Rc after Lys m t 

i-v, N terminal corresponding to SEQ ID NO: 55 from Fro 6M 4e4^ m , and C terminal 

corresponding to OB Ra, OB Rb, OB Rc, or OB Rd after Lyo* 89 * 
V: N terminal corresponding to SEQ ID NO: 55 from Mot^ -te-fcys^ , and C terminal 

corresponding to OB Ra, OB Rb, OB Rc, or OB Rd after Lyo* 8 *? 
¥h N terminal selected from the group consisting of OB Ra, OB Rb, OB Rd, and SEQ ID 

NO:55 from Pro 6 6 4 through His m , and OB Re from His^ j-and 

N terminal corresponding to SEQ ID NO:55 from Mot^ -tfrMft 79 *, and OB Re from 



e-. a leptin r e ceptor wher e in 

h the N terminal sequenc e is selected from the group consisting of 

fi} amino acid residues 1 889; 

(2) amino acid residues 23 889; 

{3) amino acid residu e s 28 889; 

(4) amino acid residues 133 889; 

amino acid residues 733 889; 

(6) amino acid residues 1 796; 

amino acid residues 23 796; 

(&) amino acid residues 28 796; 

(9) amino acid residues 28 796 preced e d by an N terminal Asp Pro dipeptide; 

ftO) — amino acid residu e s 133 796; and 
fit) — amino acid residu e s 733 796; and 
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+h the C terminal s e quence is selected from the group consisting of 



(1) SEQIDNO:ll; 

«2) SEQIDNO:12; 

& SEQIDNO:13; 

(4) SEQ ID NO: 11; and 

SEQE)NO:15afterHio m t 



4-. a l e ptin receptor having an amino acid sequenc e select e d from the 

group consisting of 

i, Asp Arg Trp Gly Sor Tyr 4 3 0 (SEQ ID NO:77) > Pro^ t 

h-. Asp Arg Trp Gly S e r Ser 4 4 * (SEQ ID NO:78) > Pro 6 4 ^ 

mr, Asp Arg Trp Gly S e r Leu 4 ^ (SEQ ID NO:79) > VaP Vrai 

e^ a leptin receptor as described in (a) (d) above in which a cystein e is 

substituted with an amino acid selected from the group consisting of serin e , threonine, 
and alanine; 

whoroin th e numbering is based on the amino acid s e quence of SEQ ID NO:55. 

70. (withdrawn and currently amended) A method for measuring the expression of 
splice variants of soluble leptin receptor OB-R in a patient sample comprising contacting 
a sample suspected of containing splice variants of soluble leptin receptor OB-R with a 
oligonucleotide hybridizable under stringent conditions , corresponding to 40% 
formamide with 5x or 6x SSC, to the nucleic acid molecule 

which codes on expression for a polypeptide selected from the group consisting of SEQ 
ID NOS: 2, 1, 6, 8 and 10 , or allelic variants thereof . 

71. (withdrawn) The method of any of claims 67-70 wherein the oligonucleotide is 
labeled. 

72. (withdrawn) The method of any of claims 67-70 wherein the nucleic acid 
molecule is RNA. 

73. (withdrawn and currently amended) The method of any of claims 67-70 wherein 
the oligonucleotide is selected from the group consisting of SEQ ID NO: 20, SEQ ID 
NO:21, SEQ ID NO:22, SEQ ID NO:23, SEQ ID NO:24, SEQ ID NO:25, SEQ ID 
NO:26, SEQ ID NO:27, SEQ ID NO:28, SEQ ID NO:29, SEQ ID NO:30, SEQ ID 
NO:31, SEQ ID NO:35, SEQ ID NO:36, SEQ ID NO:37, SEQ ID NO:38, SEQ ID 
NO:39, SEQ ID NO:40, SEQ ID NO:41, SEQ ID NO:42, SEQ ID NO:43, SEQ ED 
NO:44, SEQ ID NO:45, SEQ ID NO:16, SEQ ID NO:17, SEQ ID NO:18, SEQ ID 
NO:19, SEQ ID NO:50, SEQ ID NO:51, SEQ ID NO:52, SEQ ID NO:53, SEQ ID 
NO:54. 
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